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Re-validation of the need
and value of germplasm
collections
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Heat, yes.
But not

only.
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Identification and screening of nitrogen-efficient
cotton genotypes under low and normal nitrogen
environments at the seedling stage

(

ANG, Huiping_ GUI, Qiang DONG, Nianchang PAN(

New traits for
screening
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Genetic resources for
multi-climate trait, multi-
trait breeding
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Stress index

- mid [40.0 %]
o= post-flowering (18.0 %)

o reproductve [41.3 %] 0251 == post-lowering reseved 17.0 %)

o= severe reproductive [19.1 %] = pre-Bowering [18.0 %)

o= torminal [39.6 %] o= vegetative [7.0 %)
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FIGURE 2 Three major CGIAR examples of environmental characterization to support breeding. (a) Drought stress patterns for rice in central
Brazil (Ramirez-Villegas et al., 2018); (b) drought stress patterns for post-rainy sorghum in India (Kholovi et al., 2013); and (c) map of maize
breeding mega-environments from CIMMYT (Cairns et al., 2013). Panels A and B are redrawn from the original studies, and data from C was
provided by CIMMYT
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CGIAR modeling approaches for resource-constrained scenarios:
I. Accelerating crop breeding for a changing climate
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Threats to biodiversity +
GR from climate change

Published: 12 May

Quantifying the benefit of early climate change
mitigation in avoiding biodiversity loss

R. Warren &3, J. VanDerWal, J. Price, J. A. Welbergen, I. Atkinson, J. Ramirez-Villegas, T. J. Osborn, A. Jarvis,
L. P. Shoo, S. E. Williams & J. Lowe
Nature Climate Change 3, 678-682 (2013) ‘ Cite this articl

9430 Accesses | 187 Citations | 254 Altmetric ‘ Metrics

01

01


https://www.nature.com/articles/nclimate1887

Thank you!
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